. Different isomiR prevalence across DENV infected and non infected. Comparison of the proportion of unique reads for each type of isomiR for infected and non-infected mosquitoes (averaged across three time point and three biological replicates). Unique sequences with 3' modification were more abundant than 5' trimmed or extended sequences in all Ae. aegypti small RNA libraries. There were no considerable differences among all libraries (DenDf=124, P value= 0.07). 3SNE: 3' single nucleotide extension, 3MNE: 3' multiple nucleotide extension, 3Trim: 3' trimmed, 5MNE: 5' extension, 5Trim: 5' trimmed, Subst: nucleotide substitutions, 3SNA: 3' single nucleotide addition, 3MNA: 3' multiple nucleotide addition.
. Venn diagram represent overlapped miRNAs with significant altered 3' isomiRs due to DENV infection. miR-34 is the only miRNA whose all 3' end modified ismiRs significantly altered by DENV infection (P<0.05). 
